FIG. 1 

GATCAAGCTTTTTTTTTTTTTTTTTTTTTTTTTTGGATAACAACGATGAGGTTTATTTTTGTCAAAACA 
TCCAAGGGAAACATTAATTGTTGTTTGTCAACTGTGAACTTCACACTACATTGTCTAAGGATAGAAAAT 
TGATGGGTATCACTCTGTCAGAAAATCCTCACCAAGAAGCCAATTCAAGGAATATGAAATTGACAAGCC 
TTTCAAACAAAGATGTGTTCGGACTTCACTGATGCGATGGTAGGTCTTTTGGGTTACAATAGATAGGGA 
TGATATAAAACACAATCTTTTCCTGTCTATTCCATTTTAGAAACTGGTGGGTGTGCTCACGTTTGTCTG 
GGCATTGCAGCACTGCACACATACATGAATTAAGCAAAGCATCGGAAAGTATTGACACATGAGACTAAA 
ATAAATAAGAG 
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FIG. 2B 
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FIG. 2C 
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4 MDELVHDLASALEQTSEQNKLG- -ELWEEMALSPRQQRRQLRKRRGRKRRS-DFTHLAEH 
1 MEELVHDLVSALEESSEQARGGFAETGDHSRSISCPLKRQARKRRGRKRRSYNVHHPWET 

* ****** **** *** * * ** ********** * * 

61 TCCYSEASESSLDEATKDCREVAPVT- -NFSDSDDTM-VAKRHPA- -LNAIVKSKQHSWH 
61 GHCLSEGSDSSLEEPSKDYRENHNMfKKDHSDSDDQMLVAKRRPSSNLNNNVRGKRPLWH 
* ** * *** * ** ** ***** * **** * ** * * ** 

116 ESDSFTENAPCRPLRRRRKVKRVTSEVAASLQQKLKVSDWSYERGCRFKSAKKQRLSRWK 
121 ESDFAVDNVGNRTLRRRRKVKRMAVDLPQDISNKRTMT- -QPPEGCRDQDMDSDRAYQYQ 
*** * * ********* * *** * 

176 ENTPWTSSGH GLCESAENRTFLSKTGRKERMECETDEQKQGSDENMSECETSS 

179 EFTKNKVKKRKLKIIRQGPKIQDEGWLSSEETNQTNKDKMECEEQKVSDELMSESDSSS 

* * * * * * *** *** ** 

229 VCS SSDTGLFTNDEGRQGDDEQSDWFYEGECVPGFTVPNLLPKWAPDHCSEVERM--DSG 
239 L-SSTDAGLFTNDEGRQGDDEQSDWFYEKESGGACGITGWPWWEKEDPTELDKNVPDPV 
** * ********************* * * * * * 

287 LDKFSDSTFLLPSRPAQRGYHTRLNRLPGAAARCLRK 
2 98 FESILTGSFPLMSHPSRRGFQARLSRLHGMSSKNIKK 
****** ***** * 
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744 SNIGWKMLQAMGWREGSGLGRKCQGITAPIEAQVRLKGAGLG 

444 NNIGNRMLQNMGWTPGSGLGRDGKGISEPIQAMQRPKGLGLG 
**** *** *** ****** ** ** * * ** *** 
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